B 14.29% Phietavirus b B 14.68% Phietavirus
a. 3 21.43% Dubowvirus ° 3 19.27% Dubowvirus

B 25.00% Peeveelvirus B3 27.52% Peeveelvirus

. 25.00% Bl§ep_(lmawrus BN 22.02% Biseptimavirus

mm 12.50% Triavirus B 15.60% Triavirus

W 1.79% Unclassified Caudoviricetes orid P L

BN 0.92% Unclassified Caudoviricetes
Total=109
Total=56
Holin-Group 1 Holin- Group 2
Bl 56.52% Biseptimavirus
| 39.13% Triavirus d B 53.66% Biseptimavirus
C. BB 4.35% Peeveelvirus . B 34.15% Triavirus

B 12.20% Peeveelvirus

Total=23
Total=41

Major Capsid protein- Group 1 Major Capsid protein- Group 2

3 33.33% Dubowvirus
B 33.33% Triavirus

B 16.67% Peeveelvirus
B 16.67% Biseptimavirus

€.

Total=6

Tail protein-Group 2

Figure S1. Taxonomic distribution of prophages in clinical strains of S. aureus (n=50) in clade
I and clade II. (a) Holin- group 1; (b) Holin- group 2; (c) Major capsid proteins- group 1; (d)

Major capsid proteins- group 2; (e) Tail proteins-group 2



